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Education 
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Undergraduate Research with Professor Michael Zagorski 

 
1995-2000 Stanford University, Stanford, CA 
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   with Professor Chaitan Khosla 

Dissertation: “Chemistry and Biology of Apoptolidin, an Inhibitor of F0F1- 
ATPase that Selectively Induces Apoptosis”  

    
Professional Appointments 

 2000-2004 Genomics Institute of the Novartis Research Foundation (GNF)  
   Postdoctoral Fellow in proteomics with Professor Peter Schultz 

 
 2004-2011 Brown University Department of Molecular Biology, Cell Biology, and  
   Biochemistry 

Assistant Professor  
 

 2007-2011 Brown University Department of Chemistry 
  Adjunct Assistant Professor 

 
 
2011-present Brown University Department of Molecular Biology, Cell Biology, and  

   Biochemistry 
Associate Professor  
 

 2011-present Brown University Department of Chemistry 
  Adjunct Associate Professor 
 

 2012-2015 MCB Graduate Program 
  Director 

 
 2013-present Director of the CCRD Proteomic Core Facility 

  Director 
 
 
Honors 
 1995-1997 NIH Biotechnology Training Grant, Stanford University  
 



 

 2006  Teaching with Technology Award from CIS and the Dean of the College 
 
 2006-2010 Beckman Young Investigator Award 
 
 2009  Session Chair, 96th American Association of Immunologist Annual Meeting  
   “Technological Innovations in Immunology”, Seattle, WA 
  
 2010  Teaching with Technology Award from CIS and the Dean of the College 
 
 2012  Teaching with Technology Award from CIS and the Dean of the College 
 
 2016  Medical School Excellence in Teaching Award (BIOL 3642 IMS I) 
  
 2018  Dean's Award for Excellence in Undergraduate Teaching, Advising, and  
   Mentoring in the Biological Sciences 
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regulate a dynamic signaling equilibrium involving feedback of proximal T-
cell receptor (TCR) signaling." Molecular and Cellular Proteomics, 
14(1):30-40. 
 
Y. Helou, A. Salomon* (2015). "Protein networks and activation of 
lymphocytes." Cur Opinion Immunology, 33:78-85. 
 



 

Y. Helou, A. Petrashen, A. Salomon* (2015). "Vav1 regulates T cell 
activation through feedback mechanisms and crosstalk between the T cell 
receptor and CD28." J. Proteome Research, 14:2963-75. 
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